Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.067; wR factor = 0.179; data-to-parameter ratio = 26.6.
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Figure 2
The crystal packing of the title compound. For clarity, those H atoms not involved in the intermolecular interactions (dashed lines) have been omitted. (Cosier & Glazer, 1986) operating at 100.0 (1) K. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3β-Chloro-5α-cholestan-6-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) C2A-C1A-C17A 113.1 (2) C2B-C1B-C17B 113.9 (2) C2A-C1A-H1AA 109.0 C2B-C1B-H1BA 108.8 C17A-C1A-H1AA 109.0 C17B-C1B-H1BA 108.8 C2A-C1A-H1AB 109.0 C2B-C1B-H1BB 108.8 C17A-C1A-H1AB 109.0 C17B-C1B-H1BB 108.8 H1AA-C1A-H1AB 107.8 H1BA-C1B-H1BB 107.7 O1A-C2A-C3A 122.7 (3) O1B-C2B-C1B 123.2 (3) O1A-C2A-C1A 122.0 (3) O1B-C2B-C3B 121.9 (3) C3A-C2A-C1A 115.3 (2) C1B-C2B-C3B 114.9 (2) C2A-C3A-C4A 112.4 (2) C2B-C3B-C4B 112.9 (2) C2A-C3A-C8A 109.8 (2) C2B-C3B-C8B 109.4 (2) C4A-C3A-C8A 114.6 (2) C4B-C3B-C8B 114.5 (2) C2A-C3A-H3AA 106.5 C2B-C3B-H3BA 106.5 C4A-C3A-H3AA 106.5 C4B-C3B-H3BA 106.5 C8A-C3A-H3AA 106.5 C8B-C3B-H3BA 106.5 C5A-C4A-C3A 109.1 (2) C5B-C4B-C3B 109.7 (2) 
